Homo sapiens
jpred hs

psi hs
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Gallus gallus
Jpred gg
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Xenopus laevis
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Bombyx mori
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Caenorhabditis elegans
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Schizosaccharomyces pombe
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Tetrahymena thermophila
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Paramecium caudatum
jpred pc

psi pc

yaspin pc
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jpred ea

psi ea

yaspin ea

Oxytricha trifallax
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psi ot
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Homo sapiens
jpred hs

psi hs

yaspin hs
Gallus gallus
Jpred gg

pst gg

yaspin gg
Xenopus laevis
jpred xI

psi xI

yaspin xI
Oryzias latipes
jpred ol

psi ol

yaspin ol
Takifugu rubripes
jpred tr

psi tr

yaspin tr

Ciona intestinalis
Jpred ci

psi ci

yaspin ci

Strongylocentrotus purpuratus

jpred spur

psi spur

yaspin spur

Apis mellifera
jpred am

psi am

yaspin am

Bombyx mori

Jpred bm

psi bm

yaspin bm

Tribolium castaneum
jpred tc

psi tc

yaspin tc

STRUCTURE tc
Caenorhabditis elegans
jpred ce

psi ce

yaspin ce
Schizosaccharomyces pombe
jpred sp

psi sp

yaspin sp
Saccharomyces cerevisiae
jpred sc

psi sc

yaspin sc
Kluyveromyces lactis
jpred Kkl

psi kil

yaspin kl

Candida albicans
jpred ca

psi ca

yaspin ca

Ashbya gossypii
Jpred ag

psi ag

yaspin ag
Aspergillus nidulans
jpred an

psi an

yaspin an
Neosartorya fischeri
jpred nf

psi nf

yaspin nf
Neurospora crassa
jpred nc

psi nc

yaspin nc
Encephalitozoon cuniculi
jpred ec

psi ec

yaspin ec
Arabidopsis thaliana
jpred at

psi at

yaspin at

Iris tectorum

jpred it

psi it

yaspin it

Oryza sativa

jpred os

psi os

yaspin os
Tetrahymena thermophila
jpred tt

psi tt

yaspin tt

STRUCTURE tt
Paramecium caudatum
jpred pc

psi pc

yaspin pc

Euplotes aediculatus
jpred ea

psi ea

yaspin ea

Oxytricha trifallax
jpred ot

psi ot

yaspin ot
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——HHHHHHHHHH -~ - = - ——— EEEEEEEE---——- ---HHH--~EE--~EEEEE-———————- HHHHH-— - -~ ——- EEE-————————- HHH
CCHHHHHHHHHCCCCCCCCCEEEEEEEEECCCCCC CCCCCHHHHHCCCCEEEEEECCCCCEEEHHHHHCCCCCCCEEEEECCCEEEEEHHHH
—~HHHHHHHHHH - = -~ —— EEEEEE------ ----EEEEEEE----EEEEE-—-—-—- HHHHHHHHHH - - ~EEEEE - -~ EEEEE-HHH
VNREKLSTFLKTTKLLSSDFWIMTAQILKRKNNIVI DSKNFRKKEMKDYFRQKFQK I ALEGGQYPTLFSVLENEQNDLNAKKTL IVEAKQRNYFKKDNL
—~HHHHHHHHHH -~ - - ——— EEEEEEEE----EE- ————HHHHH----- EEEEEEEE-———-———- HHHHHHHH - - - - ——- EEEE--—-————- HHH
CCHHHHHHHHHHCCCCCCCCEEEEEEEEECCCCEEE CCHHHHHHHHHHHHCCCCCEECCCCCCCCCHHHHHHHHHCCCCCCCEEEECCCCEEEECHHHH
—~HHHHHHHHHH- - - - - EEEEEEEEEE----EEE ————EEEE--——- EEEEEEEEE--—-———- HHHHHHHHHHH - - - - EEEEEEEEEEEE-HHHH
VDCERVVNFLQKSDLMDKEYF ILNTFVLKRKNN T 1V ERSNFRKLP I1KQYFRYKFQK I GIDGSSYPTLFE I LEDEFNDLNMKRT I IVEQEQRKKFPKNDL
——HHHHHHHHHH- - == —— EEEEEEEE —————mm EEEEEEEEEEE--—————- HHHHHHH- - === EEEE--—————— HHH
CCHHHHHHHHHHCCCCCCHHEEEEEEEEECCCCEEC CCCCCCCCEEEEEEEEEEEEEEECCCCCCCHHHHHHHHHCCCCCCCCEEECCCCEEEECHHHH
-~ HHHHHHHHHHHH- - - - S R e e — EEEEEEEEEEE----——- HHHHHHHHHHH - - -~ -~ - EEEEE----—-——- HHH

T I DB~ — — = -



Homo sapiens

-1FD C—-|
FDVFLRFMCHHAVR IRGKS

jpred hs HHHHHHHHH---EEE---E EEEE-—------ HHHHHHHHHHHHHHHHHHHH -~

psi hs HHHHHHHEECCEEEECCEE EEECCCCCCCCCCHHHHHHHHHHHHHHHHHHHCC

yaspin hs HHHHHHHHH--EEEEE--E EEEEEEEE------ HHHHHHHHHHHHHHHHH -~ -

Gallus gallus FTFFLQMLHNNILEIGHRY Y1QCSGIPQGSILSTLLCSLCYGDMENKLLCGIQ

Jpred gg HHHHHHHHH -~ ==~ -~ EE EEEE-——-——-——- HHHHHHHHHHHHHHHHH -~ -

psi gg HHHHHHHHCCCEEEECCEE EECCCCCCCCCCCHHHHHHHHHHHHHHHHHHCCC

yaspin gg HHHHHHHHH--EEEEEEEE EEEE--———————- HHHHHHHHHHHHHHHHHH -~

Xenopus laevis LAVFQQI IRSHILRIKDRY YMQCCG IPQGSMLST ILCSLCYGDMENAMLGG1Q

Jpred xI HHHHHHHHHH--EE---EE EEE-————----- HHHHHHHHHHHHHHHHHH- -~

psi xI HHHHHHHHHHCEEEECCEE EEEECCCCCCCCCHHHHHHHHHHHHHHHHHHCCC

yaspin xI HHHHHHHHH--EEEEE--E EEEEEE------—- HHHHHHHHHHHHHHHHHH -~

Oryzias latipes LQFFTQMLTGSVVQHGKKT YRQCRG IPQGSVVSSLLCCLCYGHMENVLFRDIK

jpred ol HHHHHHHHHH---EEE--E EEE-————----- HHHHHHHHHHHHHHHHHHHH-

psi ol HHHHHHHHHHCCEEEECCE EEEECCCCCCCCCCCHHHHHHHHHHHHHHHHHCC

yaspin ol HHHHHHHHHH--EEEE--E EEEEEE-----———- HHHHHHHHHHHHHHHHHH-

Takifugu rubripes LQFFTQILKGSVIQFGKKT YRQCQGVPQGSAVSSVLCCLCYGHMENVLFKDI IN

jpred tr HHHHHHHHH---E----EE EEE-——-----—- HHHHHHHHHHHHHHHHHH - - - -

psi tr HHHHHHHHHCCEEEECCEE EEEECCCCCCCCCHHHHHHHHHHHHHHHHHHHCCC

yaspin tr HHHHHHHHH--EEEE--EE EEEEE-----———- HHHHHHHHHHHHHHHHHHH -~

Ciona intestinalis LTTLKYFLNKVTLSVLSKK FVKLHG IPQGWELSNLLCD I FYGHMEQQHL INVLDP I1DG
Jpred ci HHHHHHHHH - === === -~ E EEE-———----—- HHHHHHHHHHHHHHHHHH - = = === - -

psi ci HHHHHHHHHCCEEEECCEE EEECCCCCCCCCHHHHHHHHHHHHHHHHHHHHHCCCCCC
yaspin ci HHHHHHHHH---EEE---E EE-——————————- HHHHHHHHHHHHHHHHHHH - - ——- -
Strongylocentrotus purpuratus LORLKQHVMADVVKSGRKY YWRQDGISQGSILSSLLCSFFYAHLERCYLSDID

Jpred spur HHHHHHHHHH--HEE--EE EEEE-—------- HHHHHHHHHHHHHHHHHHH -~

psi spur HHHHHHHHHCCEEECCCCE EEECCCCCCCCCCHHHHHHHHHHHHHHHHHHHCC

yaspin spur HHHHHHHHH--EEEE--EE EEEEE-——------ HHHHHHHHHHHHHHHHHH -~

Apis mellifera LESISKYIFYQRIKINKNI HIT1GKGIVQGSMLSPILSDIYYNY ILNKEMSTYLK

Jpred am HHHHHHHHH---EE-—-EE EE-————— - HHHHHHHHHHHHHHHHHHH - - -

psi am HHHHHHHHHCCEEEECCEE EECCCCCCCCCCCHHHHHHHHHHHHHHHHHHHHCC

yaspin am HHHHHHHHH - -EEEE--EE EEE----——————- HHHHHHHHHHHHHHHH - - ——

Bombyx mori RNLVAELRKPLLVRFGSTI FRWKEGLVQGYKYSPALSELYYSYMDKKYLTEHLKVDNR
Jpred bm HHHHHH=- === === == ——- E EEEE--——--——- HHHHHHHHHHHHHHHHHHH - —— - - ——

psi bm HHHHHHHHHCCEEEECCEE EECCCCCCCCCCHHHHHHHHHHHHHHHHHHHHHHCCCCC
yaspin bm HHHHHHHH---EEEE---E EEE-—-—-ommue HHHHHHHHHHHHHHHHHHHA - - - ———
Tribolium castaneum KNF1VDH I SNQFVAFRRKI YKWNHGLLQGDPLSGCLCELYMAFMDRLYFSNLD

Jpred tc HHHHHHHHH---EEE--EE EEEE-—----———- HHHHHHHHHHHHHHHHH -~ -

psi tc HHHHHHHHHHCEEEECCEE EECCCCCCCCCCHHHHHHHHHHHHHHHHHHCCCC

yaspin tc HHHHHHHHH--EEEE---E EEEEEEEE----—- HHHHHHHHHHHHHHHH-- -~

STRUCTURE tc HHHHHHHHH--EEE----E EE——————————— HHHHHHHHHHHHHHHH - - ———
Caenorhabditis elegans YSVIRTTLSTYYYKRGPTS WRITKGVPQGHP I SSNLAHMYLNNFEQKYWSNEKED

Jpred ce HHHHHHHH----EE---EE EE-———mm—mm- HHHHHHHHHHHHHHHHHHH - - ——

psi ce HHHHHHHHHHHEECCCCEE EEECCCCCCCCCHHHHHHHHHHHHHHHHHHHHCCCC

yaspin ce HHHHHHHHH--HHHH--EE EEEEE-----———- HHHHHHHHHHHHHHHH ==~~~
Schizosaccharomyces pombe FKMLKEHLSGHIVKIGNSQ YLQKVGIPQGSILSSFLCHFYMEDL IDEYLSFTKK

Jpred sp HHHHHHHH-— - - ————- EE EE---—--——-—- HHHHHHHHHHHHHHHHHHH- - -

psi sp HHHHHHHHHCCEEEECCEE EECCCCCCCCCCCCHHHHHHHHHHHHHHHHHHHHC

yaspin sp HHHHHHHH---EEEEE--E EEEEEEEE----—- HHHHHHHHHHHHHHHH -~ - -~
Saccharomyces cerevisiae INVVEME I FKTALWVEDKC Y IREDGLFQGSSLSAP IVDLVYDDLLEFYSEFKASPS

Jpred sc HHHHHHHHH--~EEE--~E EEE-———----—- HHHHHHHHHHHHHHHHHHHH - - -

psi sc HHHHHHHHHHCEEEECCEE EEECCCCCCCCHHHHHHHHHHHHHHHHHHHHHCCCCC

yaspin sc HHHHHHHHH--EEEE-~EE EEE----—-——-—- HHHHHHHHHHHHHHHHA - - - - -
Kluyveromyces lactis LTVVKMELFKTSIFYRGKC YLRKDGLFQGTPLSSVLVDILYDDLLEFYTEFTDEND

Jpred ki HHHHHHHHHH--EEE---E EEEE-———----—- HHHHHHHHHHHHHHHHHHH - - ———

psi Kkl HHHHHHHHHCCEEEECCEE EEEECCCCCCCCHHHHHHHHHHHHHHHHHHHHHHCCC

yaspin kl HHHHHHHHH--EEEE---E EEEEE------——- HHHHHHHHHHHHHHHHHHHHHH-
Candida albicans LEVCRSQIYDVVGSVKDARGNLHLYKRKRGVFQGFSLSSIFCDILYSAMVHDCFQFLWKSKQ
Jpred ca HHHHHHHHHH - - -~ EE--—-EEEEE-————---—- HHHHHHHHHHHHHHHHHH - - =~ ———

psi ca HHHHHHHHHHHHEEEEEECCCCEEEEECCCCCCCCCCHHHHHHHHHHHHHHHHHHHCCCCCC
yaspin ca HHHHHHHHHHHHEEEEEEEE---EEEEEE-———-———- HHHHHHHHHHHHHHHHH - —————-
Ashbya gossypi i MSVLEMETKRTAFRWHGNC FLRKDGIFQGSQLSSCLVDIVYDDLLESYKEFGTPPG

Jpred ag HHHHHHHHH--~EEE--~E EEEE-—----———- HHHHHHHHHHHHHHHHH - - ———-

psi ag HHHHHHHHHCCEEEECCEE EEEECCCCCCCCHHHHHHHHHHHHHHHHHHHHCCCCC

yaspin ag HHHHHHHHH--EEEE---E EEEEE------——- HHHHHHHHHHHHHHHHH - === ——
Aspergillus nidulans LDILNEHIRNNLVKIGKKY FRQRKGIPQGSVLSSLLCSLLYAEMERDVLGFLQT

Jpred an HHHHHHHHH--~EEE--EE EE-————--——- HHHHHHHHHHHHHHHHHHH - - -

psi an HHHHHHHHHHCEEEECCEE EEECCCCCCCCCCHHHHHHHHHHHHHHHHHHCCCC

yaspin an HHHHHHHHH--EEEE--EE EEEEEE-----——- HHHHHHHHHHHHHHHHHH- - -
Neosartorya fischeri LDLLDEHIRYNLVKVGRKY FRQRNGIPQGSILSSVLCNLFYAQMERESLGFLDP

Jpred nf HHHHHHHHH----E---EE EE-————— - HHHHHHHHHHHHHHHHHHH - - -

psi nf HHHHHHHHHCCEEEECCEE EEECCCCCCCCCHHHHHHHHHHHHHHHHHHHHHCC

yaspin nf HHHHHHHHH--EEEE--EE EEE-——---————- HHHHHHHHHHHHHHHHHH- -~
Neurospora crassa LSLAKEHITQNLVKIGKKY YRQKTGIPQGSVLSSTLCNYFYADLERSQGLAFLGLGTEDDDEG
jpred nc HHHHHHHHH---EEE---E EEE-————————- HHHHHHHHHHHHHHHHHHH = == — = — - - ——
psi nc HHHHHHHHHHCEEEECCEE EEEECCCCCCCCCCHHHHHHHHHHHHHHHHHHHCCCCCCCCHHC
yaspin nc HHHHHHHHH--EEEE--EE EEE-—--—-————- HHHHHHHHHHHHHHHHHHHHHHHHHHHHHH
Encephalitozoon cuniculi EGAMTNMIKRNYVKHNGKL FVQKTGIAQGSVASTLLCSLYYKSIDDLYFDRVF

Jpred ec HHHHHHHHHH--~E---EE EEE-——----—- HHHHHHHHHHHHHHHHHHH- -~

psi ec HHHHHHHHHCCEEEECCEE EEEECCCCCCCCCHHHHHHHHHHHHHHHHHHCCC

yaspin ec HHHHHHHHH--EEEE---E EEEEE------——- HHHHHHHHHHHHHHHHHH - -
Arabidopsis thaliana MVW I GNMLKNNMLQLDKSF YVQIAGIPQGHRLSSLLCCFYYGHLERTL 1 YPFLEEASKDVSSKECS
jpred at HHHHHHHHH---EEE--EE EEE-————————— HHHHHHHHHHHHHHHHHHHH == == —— —— ——————
psi at HHHHHHHHHCCEEEECCEE EEECCCCCCCCCHHHHHHHHHHHHHHHHHHHHHHHCCCCCCCCCCCC
yaspin at HHHHHHHHH--EEEE---E EEEEEEEE----—- HHHHHHHHHHHHHHHHHHHHHHHHHHH
Iris tectorum HSLMAEHLLGNILRIGWRF YLQKVGICQGGSISSLLCSFYLAHLERSKILPHLEKARGLKSEPSCDPYRKKDLDRDDTSCIRNSAIINLHKKDVSLETDLWHRRDHTSGCTDDAR
Jpred it HHHHHHHHH-~EEEE--~E EEEEE------- HHHHHHHHHHHHHHHHHH = = = = = = = m e e E-mmmmmm o EEEEEE---——————--
psi it HHHHHHHHHCCEEEECCEE EEEECCCCCCCCCHHHHHHHHHHHHHHHHHHHHHHCCCCCCCCCCCCCEEECCCCCCCCEEECCCCCHHHHHHHHHHHHHHHHCCCCCCCCCCCCC
yaspin it HHHHHHHHH--EEEE---E EEEEEEEE----—- HHHHHHHHHHHHHHHHHHHHHHH = = == = = = = === o oo HHHHHH-~--~~ HHHHHHHHHHHHHHH -~ - -~
Oryza sativa HHLLYEQIKCNILKIGQKY YLQQVGIAQGSKLSPNLCSLYYGHLENSVLSKFLHDSKLNAG
Jpred os HHHHHHHHH---EEEE-EE EEEEE------——- HHHHHHHHHHHHHHHHH - = ==~ —————-
psi os HHHHHHHHHCCEEEECCEE EEECCCCCCCCCHHHHHHHHHHHHHHHHHHHHCCCHHHHCCC
yaspin os HHHHHHHHH--EEEE--EE EEEEE-------—- HHHHHHHHHHHHHHHHHH - = = == === - -
Tetrahymena thermophila HNHLKH ISQYNV I SFNKVK FRQKRGIPQGLNISGVLCSFYFGKLEEEYTQFLKNAEQVNG
Jpred tt HHHHHHHHH--~EEE--EE EEE-————--——- HHHHHHHHHHHHHHHHHHHH -~ ———— -~
psi tt HHHHHHHHHCCEEEECCEE EEECCCCCCCCCCHHHHHHHHHHHHHHHHHHHHCCCCCCCC
yaspin tt HHHHHHHH---EEEE--EE EEEE------———- HHHHHHHHHHHHHHHHHHHHHHHH- - -

STRUCTURE tt

Paramecium caudatum LNSIKNICQNNIVQFENRY

jpred pc HHHHHHHHH---EEE--EE EEEE--——-—-—- HHHHHHHHHHHHHHHHHH - - -
psi pc HHHHHHHHHHCEEEECCEE EEECCCCCCCCCCCHHHHHHHHHHHHHHHHHCCCC

yaspin pc HHHHHHHHH--EEEE--EE EEEEE-———————- HHHHHHHHHHHHHHHH - - - - -

Euplotes aediculatus LQPVINICQYNY INFNGKF YKQTKG IPQGLCVSS ILSSFYYATLEESSLGFLRDESMNPENP
jpred ea HHHHHHHHH---EEE--EE EEEE--————-—- HHHHHHHHHHHHHHHHHHHHHH - -~~~
psi ea HHHHHHHHHHCEEEECCEE EEECCCCCCCCCHHHHHHHHHHHHHHHHHHHHHHHHCCCCCCC
yaspin ea HHHHHHHHH--EEEE--EE EEEEE-———————- HHHHHHHH-~HHHHHHHHHHH - - -~ - -
Oxytricha trifallax LQPVLKICQNNYVTFNKKQ YKQMKG 1PQGLCVSY ILSSFYYANLEENALQFLRKESMDPEKP
jpred ot HHHHHHHHH---EEE---E EEEE-————————- HHHHHHHHHHHHHHHHHHH- — -~ — -~
psi ot HHHHHHHHHCCEEEECCEE EEECCCCCCCCCHHHHHHHHHHHHHHHHHHHHHHHCCCCCCCC
yaspin ot HHHHHHHHH--~EEEE---E EEEEE-—-—————- HHHHHHHHHHHHHHHHHHHHH - - - - -

-IFD C--] |- motif B-——————— - ———— |



Homo sapiens
jpred hs

psi hs

yaspin hs

Gallus gallus
Jpred gg

pst gg

yaspin gg

Xenopus laevis
jpred xI

psi xI

yaspin xI

Oryzias latipes
jpred ol

psi ol

yaspin ol
Takifugu rubripes
jpred tr

psi tr

yaspin tr

Ciona intestinalis
Jpred ci

psi ci

yaspin ci
Strongylocentrotus purpuratus
jpred spur

psi spur

yaspin spur

Apis mellifera

|--motif C-|
RDGLLLRLVDDFLLVTPHLTHAKTFLRTLVRG
- -—-EEEEEE--EEEEE - ~-HHHHHHHHHHHHHH
CCCEEEEECCEEEEEECCHHHHHHHHHHHHHH
---EEEEEE--EEEEE - ~HHHHHHHHHHHHHH
KDGVLIRLIDDFLLVTPHLMQARTFLRTIAAG
- --EEEEE---EEEEE - ~-HHHHHHHHHHHHHH
CCCEEEEECCEEEEEECCHHHHHHHHHHHHHH
- --EEEEEE--EEEEE--HHHHHHHHHHHHHH
KNGVLMRL IDDFLLVTPHLDQAKTFLRTLAEG
- --EEEEEE - -EEEEE - ~-HHHHHHHHHHHHHH
CCCCEEEECCEEEEEECCHHHHHHHHHHHHHH
---EEEEEE--EEEEE-~HHHHHHHHHHHHHH
NKGCLMRLVDDFLLITPDRNQAQSFLSILLAG
- -—-EEEEEE--EEEEE - ~-HHHHHHHHHHHHH
CCCCCEEEECCEEEEEECCHHHHHHHHHHHHH
- ---EEEEEE--EEEEE--HHHHHHHHHHHHH
KKSCLMRLVDDFLLITPNLHDAQTFLKILLAG
- —-EEEEE---EEEEE - ~-HHHHHHHHHHHHHH
CCCEEEEECCCEEEEECCHHHHHHHHHHHHHH
---EEEEEEE-EEEEE--HHHHHHHHHHHHHH

[
VPEYGCVVNLRKTVVNFPVEDEALGGTAFVQMP
HHH-~EEE -~ ~EEEEEE————————————————
HHHCCEEECCCCEEEEEECCCCCCCCCEEECCC
HHHH-EEEE -~ ~EEEEE———————=——=—————
IPEYGFL INAKKTVVNFPVDD IPGCSKFKHLP
HHH—~~EEE—~~EEEEE———————————————
HHHHCEEECCCCEEEEEECCCCCCCCCCCCCC
HHH--EEEE--—EEEEE———————————————
IPQYGCS ISPQKTVVNFPVDD I PECSEVEQLP
HH= == ~EE-—~—EEEEE-——————————————
HHHCCEEECHHHEEEEEECCCCCCCCCCCCCC
HHH-~EEEE-~~EEEE~————— === —— = ——
VPQYGVVANPQKVVVNFQGSEGGGAFPD IRVLP
HHHH=—~EE~——~EEEEEE——————————————
HHHHHCEEECCHHEEEEEECCCCCCCCCCEEEC
HHHHH-—~EEE-—~EEEEE———————————————
VPQYGLVVNPQKVVVNFEDYGSTDSCPGLRVLP
HHH=—~EE -~ ——EEEEE————————————m———
HHHCCEEECHHHEEEEEECCCCCCCCCCCEECC
HHHH-EEEE-~—EEEEE————————————————

EPHLILRYVDDYLFVTTSRYKANAFLKLMYSDNFKEYGFIVNTKKTCTNFASDCSQQLEDLQ
---EEEEEE--EEEEE--HHHHHHHHHHHHHHHHHH---EE----EEEEE-——————————-
CCCEEEEECCCEEEEECCHHHHHHHHHHHHHHHHHHHCEEECCCCCEEEEEECCCCCEEECC
---EEEEEE--EEEEE--HHHHHHHHHHHHHHHHHH-EEEE----EEEEEE-—-————————

QEGLMMRL 1DDFLL I TPHHDKAQRFLQLLLSG
~ -~ EEEEEE--EEEEE - ~HHHHHHHHHHHHHH
CCCEEEEECCEEEEEECCHHHHHHHHHHHHHH
~ -~ EEEEEE--EEEEE--HHHHHHHHHHHHHH
TGENIKYMDDILY I TENKTLAEQFLELTKKG

VKQYGCSANPSKTLANFDFMHDGQLVPR
HH--~EEE -~ -EEEEE-———————————
HHHCCEEECHHHEEEECCCCCCCEECCC
HHH-EEEEE--~EEEEEE——————————
IPQYNCYFKQSKTQSNL ISDRNK

|-motif EJ
AHGLFPWCGLLLDTRT
————— EEEEEEEE---
CCCCCCCCEEEEECCE
---EEEEEEEEEE-EE
DCRLISWCGLLLDVQT
----EEEEEEEEE---
CCCCCCCCCEEECCCE
---EEEEEEEEEE-EE
SHCLFRWCGLLLDTQT
—————— EEEEEEE---
CCCCCCCCEEEECCCE
---EEEEEEEEE--EE
PHCLFPWCGLLLDTRS
——————— EEEEEEE--
CCCCCCCCEEEEECCC
--—-EEEEEEEEE--E
LRCLFPWCGLLLDTHT
—————— EEEEEEE---
CCCCCCCCCEEEECCE
—————— EEEEEE--EE
EQDTFPWFGYLFPTCL
—————— EEEEEE----
CCCCCCCCCEEECCCC

SKELFPWCGIVEKTQT
————— EEEEEEEE---
CCCCCCCCCEEEECCC
---EEEEEEEEE---E
IVKKNTTYTGYKINCTT

Jjpred am --EEEEE---EEEEE--HHHHHHHHHHHHHH~HHH---EE----EEEEEE-——— -~~~ EEEEEEE--E
psi am CCCEEEECCCEEEEECCHHHHHHHHHHHHHH-~HHHCCEEECHHHEEEEEECCCCC CCCCCCCEEEEEEECEE
yaspin am --EEEEEEE-EEEEE--HHHHHHHHHHHHHH~HHHH--EEE---EEEEE-———-—~~~~~~~ EEEEEEEE---E
Bombyx mori KIKMFFRVVDDYLY I TDCFDDATAFLSKISNY RNVNYSKTAVNFQHPSIR YSEDITFIGYSYNTVT
Jjpred bm ---EEEEE---EEEE---HHHHHHHHHHHHHH~~~~~~——————- EEEEE-————— o EEEEEE--EE
psi bm CCCEEEEECCCEEEEECCHHHHHHHHHHHHCC CCCCCCCEEEEEECCCCC CCCCCCEEEEEEECEE
yaspin bm --EEEEEE---EEEEE--HHHHHHHHHHHH-—~~~~~~—————— EEEEEEE-————~~~~~~~~—~ e e e EEEEEEE-EE
Tribolium castaneum KDAFIHRTVDDYFFCSPHPHKVYDFELL IKGV YQVNPTKTRTNLPTHRHP QDEIPYCGKIFNLTT
jpred tc ---EEEEE---EEEEE--HHHHHHHHHHHHH-~~~ == ————- EEEEEE-————— e EEEEEEE---
psi tc CCEEEEEEECCEEEEECCHHHHHHHHHHHHCC CEECCCCEEEECCCCCCC CCEECEEEEEEECCH
yaspin tc --EEEEEEE--EEEEE--HHHHHHHHHHHH-—~~~~~~—————— EEEEEEEEEE-- --EEEEEEEEEE--H
STRUCTURE tc ---EEEE----EEEE--HHHHHHHHHHHHHH-~~~~~~ === == ——— --EEEE--EEEE---
Caenorhabditis elegans SRIVFCRYEDDFIFITTENSLFEKMMKPLSTG~~NNTHFLTANPKKFKKSERCG ASQVLQWCGVKLDFQS
jpred ce --EEEEEE---EEEEE--HHHHHHHHHHHHHH~~HHH---EE----- EEEE — e e e e e e e EEEEEE---
psi ce CCEEEEEECCEEEEEECCHHHHHHHHHHHHHH~~HHHHCEEECHHHCCCCCCCC CCCCCCCCEEEECCCC
yaspin ce --EEEEEEE--EEEEE--HHHHHHHHHHHHHH~~HHHH-EEEE----——————— ---EEEEEEEEEE---
Schizosaccharomyces pombe KGSVLLRVVDDFLF I TVNKKDAKKFLNLSLRG~FEKHNFSTSLEKTVINFENSNG I INNTFENE SKKRMPFFGFSVNMRS
jpred sp ---EEEEEE--EEEE---HHHHHHHHHHHHHH~HHH---EEE---EEEEE---- === ===~~~ EEEEEEE----
psi sp CCCEEEEECCEEEEEECCHHHHHHHHHHHHHH-~HHHCCEEECHHHEEEEECCCCCCCCCEECCC CCCCCCCCCEEEECCH
yaspin sp ---EEEEEEE-EEEEE--HHHHHHHHHHHHHH~HHH-EEEEE--EEEEEE-----————————— ---EEEEEEEEE----
Saccharomyces cerevisiae QDTLILKLADDFL I ISTDRQQV INIKKLAMGG~FQKYNAKANRDK ILAVSSQSD DDTVIQFCAMHIFVKE
jpred sc ---EEEEE---EEEEE--HHHHHHHHHHHHHH-HHH---EE----EEEEE-—-- EEEEEEE--E
psi sc CCEEEEEECCCEEEEECCHHHHHHHHHHHHHH~HHHHCEEECCCCEEEEEECCC CCCEEECCEEEEECCH
yaspin sc --EEEEEEE--EEEEE--HHHHHHHHHHHHHH~HHHH-EEEE--EEEEE----- ---EEEEEEEEE---E
Kluyveromyces lactis SDPMIIRLVDDFLIVSTSKKY IERLNNLAQTG~FKSENTY INPQKVLVTSSESE TSTNVPFCALQLNLRT
Jpred Kkl --EEEEEE---EEEE---HHHHHHHHHHHHHH~HHH--EEE----EEEEE-———~~~~~~~~~~~ o EEEEEEE--E
psi kil CCCCEEEECCEEEEEECCHHHHHHHHHHHHHH~HHHHCEEECCCCEEEEEECCC CCCCCCCCCEEEECCE
yaspin kil --EEEEEEEE-EEEEE--HHHHHHHHHHHHHH~HHHH-EEE---EEEEEE---- ----EEEEEEEEE--E
Candida albicans DFLFVRLVDDFLLVTPDSNIYDQVHNILSGKILESYGAFVNKDKTVVVNQTTT KTSIDFVGLEVNTTD
jpred ca --EEEEE---EEEE---HHHHHHHHHHHHHHHHH---EEE---EEEEEE-——-- e EEEEEEE---
psi ca CCEEEEECCCEEEEECCHHHHHHHHHHHHHHHHHHHCEEECCHHEEEECCCCC CCCCCCCCEEEECCC
yaspin ca --EEEEEE--EEEEE--HHHHHHHHHHHH-————-- EEEE---EEEEEE---- --EEEEEEEEE----
Ashbya gossypii HASLVMKLADDFLV I STSKEHVDRLKTLLHHG~FQDYNASVNRDKVMSFYSPEL SDPIFSFCSVNINILK
Jjpred ag ---EEEEE---EEEEE--HHHHHHHHHHHHHH~HHH---EE---EEEEEE---- ----EEEEEEEEE--E
psi ag CCCEEEEECCCEEEEECCHHHHHHHHHHHHHH-~HHHHCEEECCCCEEEECCCCC CCCCCCCCCEEEEECE
yaspin ag --EEEEEEE--EEEEE--HHHHHHHHHHHHHH~HHHH-EEE---EEEEE----- ---EEEEEEEEE---E
Aspergillus nidulans DDALLLRLLDDFLLVTLDSGLAMDFLRVMVRG-QPDYGISVNPAKSLVNFAAVVDGAQIPRLVD TPLFPYCGSLIDTRT
jpred an ---EEEEEE--EEEEE--HHHHHHHHHHHHHH~HHH---EEE---EEEEE---—-———— === -~~~ — EEEEEEE---
psi an CCCEEEEECCCEEEEECCHHHHHHHHHHHHHH-~HHHHCEEECCCCEEEEECCCCCCCCCCCCCC CCCCCCCEEEEECEE
yaspin an --EEEEEEE--EEEEEE-HHHHHHHHHHHHHH~HHH--EEEE--EEEEE-———-—————————— --EEEEEEEEEE-EE
Neosartorya fischeri SEAVLLRLVDDFLLITTNSNLAMRFLQVMLKG~QPKYGISINPAKSLVNFSAAVDGVQIPRLEG SHLFPYCGSLIDTRT
jpred nf ---EEEEEE--EEEEE--HHHHHHHHHHHHHH-HHH---EE----EEEEE---------———-—— EEEEEEE---
psi nf CCCEEEEEECCEEEEECCHHHHHHHHHHHHHH~HHHCCEEECCCCEEEEEECCCCCEECCCCCC CCCCCCCCEEEECEE
yaspin nf --EEEEEEEE-EEEEE--HHHHHHHHHHHHHH~HHHH--EEE---EEEEE-----————————— ---EEEEEEEEE-EE
Neurospora crassa RGISRDGNTLLMRL IDDFLL I TTSRSKARRFVEVMHRG~FAEYGVTVSANKSLVNFDVCVGGTRVLKLRRG RKTKFPYCGLMIDTRT
jpred nc  —————— EEEEEE---EEEEE--HHHHHHHHHHHHHH-HHH---EE----EEEE-——————————————— o~ EEEEEEE---
psi nc CCCCCCCCCEEEEECCCEEEEECCHHHHHHHHHHHHHH-HHHHCEEECCCCEEEEEECCCCCCCCCEECCC CCCCCCCCEEEEECCE
yaspin nc ~ ———————— EEEEEEE--EEEEE--HHHHHHHHHHHHHH~HHHH--EEE---EEEE-----——————————- ---EEEEEEEEEE-EE
Encephalitozoon cuniculi KEGILTRYVDDFLVISPCIDEIMKFLEVSQSI—~SHLGINFSKEKMESNFGLEEHLKAASS I SELSKHKHSMKITNAPVGWCGTKIYSDG
jpred ec ----EEEE---EEEEE--HHHHHHHHHHHHHH~~HH---EE----EEEEE---———— - - = —— - ————— EEEEEEE---
psi ec CCCEEEEECCCEEEEECCHHHHHHHHHHHHHH~~HHCCEEECCCCEEEECCCCCCCCCCCCEEECCCCCCCCCCCCCCCCCCEEEEECCC
yaspin ec ---EEEEEE--EEEEE--HHHHHHHHHHHHHH~~HHH-EEEE--EEEEE---- - ———— - —— EEEEEE----
Arabidopsis thaliana EELIIPTSYKLLRFIDDYLFVSTSRDQASSFYHRLKHG~FKDYNCFMNETKFC INFEDKEEHRCSSNRMFVGD NGVPFVRWTGLLINSRT
jpred at EEEEE---EEEEE--HHHHHHHHHHHHHH-HHH---EE----EEEEE-——————————— E-——me EEEEEEE---
psi at CCCCCCCCCEEEEEECCEEEEECCHHHHHHHHHHHHHH~HHHHCEEECHHHEEEEEECCCCCCCCCCEECCCC CCCCCCCCCCEEEECCE
yaspin at ~ ——————— EEEEEEEE-EEEEE--HHHHHHHHHHHHHH~HHH-EEEEE---EEEEEE---————-—-- EEE--- ----EEEEEEEEEE-EE
Iris tectorum HENSSSPSNMLLRL IDDFLFISTSKEQATTFFNRVYKG~FGEYNCNMNNSKFGLNFDLGKAKHLPNRLYTGAD GIQFLPWSGLLINCRT
jpred it HEEH----EEEEE--HHHHHHHHHHHHHH-HH----EEE--EEEEE-——————————— EEE--- ---EE-EEEEEEE---
psi it CCCCCCCCCEEEEEECCEEEECCCHHHHHHHHHHHHHH-CHHHCEEEECHHEEEECCCCCCCCCCCCCEECCC CCCCCCCCCEEECCCE
yaspin it e EEEE---HHHHHHHHHHHHH-~———-- EEEE---EEEE--————eecee—- EEE--- ---EEEEEEEEE--EE
Oryza sativa EAFSEPEYLLMRFIDDFIF1SFSLEHAQKFLNRMRRG~FVEYNCYMNDSKYGFNFCAGNSEPSSNRLYRGDD GVSFMPWSGLLINCET
jpredos e EEEEEE--EEEE---HHHHHHHHHHHHHH~HHH--EEE----EEEEE-———-———— - ————— ----EEEEEEEEE---
psi os CCCCCCCCEEEEEECCEEEEECCHHHHHHHHHHHHHH~HHHHCEEECHHHEEEEEECCCCCCCCCCCEECCC CCEEECCCCEEEECCC
yaspin os o—————- EEEEEEE--EEEEE--HHHHHHHHHHHHHH~HHHH-EEE----EEEEEE---————————————— --EEEEEEEEEEE-EE
Tetrahymena thermophila SINLLMRLTDDYLFISDSQQNALNLIVQLQNC~ANNNGFMENDQKITTNFQFPQEDYNLEHFKIS VONECQWIGKSIDMNT
jpred tt ---EEEEE---EEEE---HHHHHHHHHHHHHH-HHH---EE----EEEEE-—------————-—-—— EEEEEEE---
psi tt CCCEEEEECCCEEEEECCHHHHHHHHHHHHHH~HHHHCEEECCHHEEEEECCCCCCCCCCCCCCC CCCCCCEEEEEEECCH
yaspin tt --EEEEEEEE-EEEEE--HHHHHHHHHHHHHH-HHH-EEEE----EEEEEE---------——-—-—— EEEEEEE---

STRUCTURE tt
Paramecium caudatum
jpred pc

psi pc

yaspin pc

Euplotes aediculatus
jpred ea

psi ea

yaspin ea
Oxytricha trifallax
jpred ot

psi ot

yaspin ot

DTLIMRLTDDYCCLAFSQDSSIKILNNFTQI
~ ~EEEEEE--EEEEE-~HHHHHHHHHHHHHH
CCEEEEECCCEEEEECCHHHHHHHHHHHHHH
~ ~EEEEEE--EEEEE--HHHHHHHHHHHHHH
NVNLLMRLTDDYLL I TTQENNAVLFIEKL INV
~ ~EEEEEE-—~EEEEE—~HHHHHHHHHHHHHH
CCCEEEEECCCEEEEECCHHHHHHHHHHHHHH
~ ~EEEEEEE -~ EEEEE-~HHHHHHHHHHHHHH
EINLLMRLTDDYLLMTTEKNNAMLF IEKLYQL
~ -—~EEEEE---EEEEE - ~HHHHHHHHHHHHHH
CCCEEEEEECCEEEEECCHHHHHHHHHHHHHH
~ ~EEEEEEEE-EEEEE-~HHHHHHHHHHHHHH

|——m0tif C—I I —————————— mot i

EKQYQIRLNHDKTQHNIERSD
HHH---EE----EEEEE--—-
HHHCCEEECHHHEEEECCCCC
HHHH-EEEE--EEEEE-———-—
SRENGFKFNMKKLQTSFPLSPSKFAKYGMDSVEEQN
HHH==~EEE———EEEEE————————————m—m o ———
HHHCCCEECHHHEEECCCCCCCCCCCCCCCCCCCCCC
HHHH-EEEE -~ ~EEEEEE———————————— o ——
SLGNFFKFHMKKLKTNFALNLQKIGCTNTTQDIDSI
HHH—~~EEE~~~EEEEE -~ ————m——m e e
HHHCCEEECHHHCEECCCCCCCCCCCCCCCCCCCCC
HHH-EEEEE~———— = — = —m—m oo mmm e

RYFKWIGKIIDIET
--EEEEEEEEE--E
CCCCCCCEEEECCH
--EEEEEEEE---E
VQDYCDWIGISIDMKT
—————— EEEEEEE--H
CCCCCCCCEEEEECHH
—————— EEEEEEE-HH
NDDLFHWIGISIDIKT

CCCCCCCCEEEECCHH
--EEEEEEEEEEE---
|-motif EJ



